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4 <110> APPLICANT: Zon, Leonard I. 

5 Donovan, Adriana 

7 <12()> TITLE OF INVENTION: FERROPORTI Nl NUCLEIC ACIDS AND PROTEINS 
10 <130> FILE REFERENCE: 1242.1035-002 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/715,927 
C--> 12 <141> CURRENT FILING DATE: 2000-11-17 

12 <150> PRIOR APPLICATION NUMBER: US 60/133,382 

13 <151> PRIOR FILING DATE: 1999-05-10 

15 <150> PRIOR APPLICATION NUMBER: US 0 9/567,67 2 
.16 <151> PRIOR FILING DATE: 2000-05-09 
18 <160> NUMBER OF SEQ ID NOS : 16 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

22 <210> SEQ ID NO: 1 

2 3 <211> LENGTH: 3 773 

24 <2.12> TYPE: DNA 

2 5 <2I3> ORGANISM: Danio rerio 



ENTERED 



27 <22 0> FEATURE: 

2B <2 21> NAME/KEY 

2 9 <222> LOCATION 

31 <4 0 0> SEQUENCE 



CDS 

(238) . . . (1926) 

:i 

32 acgaggtgcg agcggctctg gccatttcgg gaattatatg tttttattca catagttgtt 60 

33 ctagaaaggt tatt.tct.ctc cgacttcagc tacagtgata gctaagtttg gagaggagaa 120 

34 aagggagata ttcgtgattt gcgcaggaat atatttgcag cgaggattta ctttgcccga 100 

3 5 gccttacaaa ggagttcaaa tcccggcgag aaaaaaacaa tcgataaaaa acgcaca atg 240 
3 6 Met 
3 7 1 
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67 aaa 
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ctt 


tct 


age 


atg 


tat 


gat 


gga 


tgg 


ttg 
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age 
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a tt 
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a tg 
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ate 
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Glu 
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Pro 


Lys 




105 




260 










265 










270 
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cgt 
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Val 
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ttttactaac 
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tottcttagc atagcatact tcacttctca 
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tctaetttta cgtattatat 
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tgtttttttt ttteaaettt atggtegtag 


ttaaccttea 


gactgqttat gaeagttttg 


2336 


18 9 


eaatg tgc tc tacttatgat ag tgtagttt 


tgtaa tgttt 


gtcccttctt ocaagecttg 


2396 


190 


gttaaagtet ctbtaatagc tattaagagt 


gcgctagtta 


tacattcagg taagectata 


2456 


.191 


taatgectat atatttatat acacgtgtag 


tcagta ttct 


ttatetcagc tteggtggtg 


2516 


192 


ctacgttgtt tcaactcttt tggaaageca 


tgcaggeggt 


ttatacatgt aaceaaagtg 


2576 


1.9 3 


ggtttttttt ggcatcacgt ggaagtgagg 


gaattgccgt 


ttttttatcg tgttaaacat 


2636 


194 


tcca tatta t ta tta t tacc gg tgtga tga 


tttcttggag 


atttaggege tgataggctc 


2696 
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195 cccatcycag caayagattt tagcgctagy tatttgtgct cctgtttgat ttgaaagtga 2756 

196 ttttcgcaca taattcttgt ttttattLgc aaagattgtt acacatgcac tttacatgat 2816 

197 taatatacyt tttccattac yaaacaaycg caacaagccc tcaggtatta cqatatttgc 2876 

198 acaatacaca aaacctgtcy ccgaagttca cggccaggca ygaaatctga tatttttaca 2936 

199 tgcaaattt.a tttcaaaatg ggatbttcaa agtacattaa cctcaaactt catgattttt 2996 

200 accttcctat ataagacacc acacctcata cgctaatcta gattttctat aatacaaagt. 3056 
203. aaaggttaca yactgttcta ttagctgaga tgaaagccac aatcatagaa g taetiac t:aa 3116 
2 02 catcctttta aaaccacagc tggctcyaca tagatatata yatatatata tatyagytiyt 317 6 

203 tttataatag ttgtgtaata ttyatyttyg acaccagcgg gaatccacca tatycacaya 3236 

204 acagagaagg gattattgag tccaytgtgt gaacggctgg tttgcagcgc agctggttcc 3296 

205 aaacacaggt gccaagLcac acttgacttg ctaagttagc gtLttcttta atgtgtgaga 3356 

206 actactlcat gaggccccaa cgaacacact gtcagtcttt cattgtgtca gtctLtetyt 3416 

207 gaatgtgaag ccttatttac atetgtaaaa tattttttta tattcttatg ttgactagtt 34 76 

208 ttgtttcaat cgggtttatc ctcctttgta aggccacaga tttccccctt ttagacaaga 3 536 

209 gaagtaaaca catttgcaat aaattgtiaet ttcgacaccc ayttgaatgt aacayaagaa 3596 
2.10 cctagattat tctttatata agcatattga ttctgttcat gtttggtggc atatttgcaa 3656 

211 taattgtygt: tcacacbcca tcgcagtggg aggattatag aactttagtc ttgtattgta 3 716 

212 tctcacttcg actgaaataa acagatttgt atctaaaaaa aaaaaaaaaa aaaaaaa 3773 

214 <210> SEQ TD NO: 2 

215 <211> LENGTH: 562 

216 <212> TYPE: PRT 

217 <213> ORGANISM: Danio rerio 
219 <4 00> SEQUENCE: 2 
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221 


1 
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15 
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Phe 


Phe 


Lys 


Ser 


Ala 


Lys 


Phe 


Leu 


He 


Tyr 


Val 


Gly 
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Ala 


Leu 


ser 


223 








20 










25 










30 






224 


Thr 


Trp 


Gly 


Asp 


Arg 


Met 


Trp 


Asn 


Phe 


Ala 


Val 


Ala 


Val 


Phe 


Leu 


Val 


225 






35 










4 0 










45 
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Glu 


Leu 


Tyr 


Gly 


Asn 


Ser 


Leu 


Leu 


Leu 


Thr 


Ala 


Val 


Tyr 


Gly 


Leu 


Val 


227 




50 










55 










60 
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Val 


Ala 


Gly 


Ser 


Val 


Leu 


Leu 


Leu 


Gly 


Ala 


He 


He 


Gly 


Asp 


Trp 


Val 


229 


65 










70 










75 










80 


230 


Asp 


Lys 


Asn 


Pro 


Arg 


Leu 


Lys 


Val 


Ala 


Gin 


Thr 


Ser 


Leu 


Val 


val 


Gin 


231 










85 










90 










95 




232 


Asn 


Ser 


Ala 


Val 


lie 


Leu 


Cys 


Gly 


Ala 


Leu 


Leu 


Met 


Ala 


Val 


Phe 


Gin 


233 
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24 6 Asn Leu Phe Ser Met Cys Leu Glu Tyr Phe Leu Leu Trp Lys Val Tyr 

24 7 210 21.5 220 

248 Gin Lys Thr Pro Ala Leu Ala Phe Lys Ala Gly Gin Lys Asp Ser Asp 

249 225 230 235 240 

250 Asp Gin Glu Leu Lys His Leu Asn .tie Gin Lys Glu lie Gly Asn Thr 

251 24 5 25 0 255 

25 2 Glu Ser Pro Val Glu Ala Ser Gin Leu Met Thr Glu Ser Ser Glu Pro 

253 260 265 270 

254 Lys Lys Asp Thr Gly Cys Cys Tyr Gin Met Ala Glu Pro He Arg Thr 

255 275 280 285 

256 Phe Lys Asp Gly Trp Val Ala Tyr Tyr Asn Gin Ser He Phe Phe Ala 

257 290 295 300 

258 Gly Met Ser Leu Ala Phe Leu Tyr Met Thr Val Leu Gly Phe Asp Cys 

259 305 33.0 31.5 320 

26 0 He Thr Thr Gly Tyr Ala Tyr Thr Gin Gly Leu Asn Gly Ser Val Leu 
261 325 330 335 

26 2 Ser Leu Leu Met Gly Ala Ser Ala Val Ser Gly He Cys Gly Thr Val 

263 340 345 350 

264 Ala Phe Thr Trp He Arg Lys Lys Cys Gly Leu He Arg Thr Gly Phe 

265 355 360 365 

266 He Ala Gly Val Thr Gin Leu Ser Cys Leu Thr Leu Cys Val Ala Ser 

267 370 375 380 

26 8 Val Phe Ala Pro Gly Ser Pro Phe Asp Leu Ser Val Ser Pro Phe Lys 
269 385 390 395 400 

27 0 Glu Val Leu Arg His Leu Phe Gly Asp Ser Gly Ser Leu Arg Glu Ser 

271 405 410 415 

272 Pro Thr Phe He Pro Thr Thr Glu Pro Pro He Gin Ala Asn Val Thr 

273 420 425 430 

274 Val Phe Glu Glu Ala Pro Pro Val Glu Ser Tyr Met Ser Val Gly Leu 

275 435 440 445 

276 Leu Phe Ala Gly Val He Ala Ala Arg Val Gly Leu Trp Ser Phe Asp 
27 7 4 50 4 55 460 

27 8 Leu Thr Val Thr Gin Leu He Gin Glu Asn Val He Glu Ser Glu Arg 
279 465 470 475 480 

28 0 Gly Val He Asn Gly Val Gin Asn Ser Met Asn Tyr Leu Leu Asp Leu 

281 485 490 * 495 

282 Leu His Phe He Met Val He Leu Ala Pro Asn Pro Glu Ala Phe Gly 

283 500 505 510 

284 Leu Leu val He He Ser Val Ser Phe Val Ala Met Gly His Met Met 

285 515 520 525 

28 6 Tyr Phe Arg Phe Ala Tyr Lys Ser Leu Gly Ser Arq Leu Phe Leu Phe 

287 530 535 540 

288 Cys Ser Pro Glu Gin Lys Pro Asp Pro Asn He Pro Ser Leu Pro Asn 

289 545 550 555 560 
2 90 Ser val 

294 <2L0> SEQ ID NO: 3 

295 <211> LENGTH: 2130 

296 <212> TYPE: DMA 

29 7 <213> ORGANISM: Mus muscu.lus 
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